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April 2018, PLOS Comp Bio

This talk is focused on the publication: 



Rosetta Design
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Rosetta has been used extensively for protein design and docking + design

For example, from earlier this year:



Rosetta Design
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However that publication developed a bespoke protocol for that 
system, which may not be amenable to your specific needs

RAbD, while specific to antibodies, offers a flexible, general 
framework with which to design antibodies for your needs

It can be used for many design projects, including
Affinity Maturation
Homologous Redesign
Stability Improvement
De Novo Design



Quick Antibody Overview
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Yellow / Blue –
Heavy Chain

Green / Pink –
Light Chain



Quick Antibody Overview
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FAB

FV

FC

FAB – antigen 
binding fragment

FV – variable 
fragment

FC – crystallizable 
fragment



Quick Antibody Overview – FV region
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CDR Clustering

8

2011, J Mol Bio.

2015, Nucleic Acids Research



CDR Clustering
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PyIgClassify http://dunbrack2.fccc.edu/PyIgClassify/
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http://dunbrack2.fccc.edu/PyIgClassify/


RAbD Algorithm Overview
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Results
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Tutorials
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1. Sequence Design Only

2. CDR replacement and Sequence Design

3. De Novo Design

4. Custom Protocol Creation using RosettaScripts


